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4 <110> APPLICANT: Chardonnens, Agnes 

5 Puzio, Piotr 

7 <120> TITLE OF INVENTION: Nucleic Acid Sequences Encoding Proteins Associated with 
Abiotic" 

8 Stress Response 



1 A 

10 


<130> 


FILE REFERENCE: 532622010300 
















C — > 12 


<140> 


CURRENT APPLICATION NUMBER: US/10/523,362 










13 


<141> 


CURRENT FILING DATE: 2005- 


-02-07 














lb 


<160> 


NUMBER OF 


SEQ 


ID NOS: 55 


















i a 


<170> 


SOFTWARE: 


Patentln version 3. 


L 
















<210> 


SEQ ID NO: 


1 






















Zu 


<211> 


LENGTH: 333 






















0 1 


<212> 


TYPE: 


DNA 
























zz 


<213> 


ORGANISM: 


Saccharomyces cerevisiae 












Zo 


<220> 


FEATURE : 
























Z *± 


<221> 


NAME /KEY: 


CDS 
























<222> 


LOCATION: 


(1) 


. (330) 




















<223> 


OTHER 


INFORMATION 


: GRX1 


















28 


<400> 


SEQUENCE : 


1 






















29 


atg 


gta 


tct 


caa 


gaa 


act 


ate aag 


cac 


gtc 


aag 


gac 


ctt 


att 


gca 


gaa 


30 


Met 


Val 


Ser 


Gin 


Glu 


Thr 


He Lys 


His 


Val 


Lys 


Asp 


Leu 


He 


Ala 


Glu 


31 


1 










5 








10 










15 




33 


aac 


gag 


ate 


ttc 


gtc 


gca 


tec aaa 


acg 


tac 


tgt 


cca 


tac 


tgc 


cat 


gca 


34 


Asn 


Glu 


He 


Phe 


Val 


Ala 


Ser Lys 


Thr 


Tyr 


Cys 


Pro 


Tyr 


Cys 


His 


Ala 


35 










20 








25 










30 






37 


gcc 


eta 


aac 


acg 


ctt 


ttt 


gaa aag 


tta 


aag 


gtt 


ccc 


agg 


tec 


aaa 


gtt 


38 


Ala 


Leu 


Asn 


Thr 


Leu 


Phe 


Glu Lys 


Leu 


Lys 


Val 


Pro 


Arg 


Ser 


Lys 


Val 


39 








35 








40 










45 








41 


ctg 


gtt 


ttg 


caa 


ttg 


aat 


gac atg 


aag 


gaa 


ggc 


gca 


gac 


att 


cag 


get 


42 


Leu 


Val 


Leu 


Gin 


Leu 


Asn 


Asp Met 


Lys 


Glu 


Gly Ala 


Asp 


He 


Gin 


Ala 


43 




50 










55 








60 










45 


gcg 


tta 


tat 


gag 


att 


aat 


ggc caa 


aga 


acc 


gtg 


cca 


aac 


ate 


tat 


att 


46 


Ala 


Leu 


Tyr 


Glu 


He 


Asn 


Gly Gin Arg 


Thr 


Val 


Pro 


Asn 


He 


Tyr 


He 


47 


65 












70 








75 










80 


49 


aat 


ggt 


aaa 


cat 


att 


gga 


ggc aac 


gac 


gac 


ttg 


cag 


gaa 


ttg 


agg 


gag 


50 


Asn 


Gly 


Lys 


His 


He Gly 


Gly Asn Asp 


Asp 


Leu 


Gin 


Glu 


Leu 


Arg 


Glu 


51 












85 








90 










95 




53 


act 


ggt 


gaa 


ttg 


gag 


gaa 


ttg tta 


gaa 


cct 


att 


ctt 


gca 


aat 


taa 




54 


Thr 


Gly 


Glu 


Leu 


Glu 


Glu 


Leu Leu 


Glu 


Pro 


He 


Leu 


Ala 


Asn 






55 










100 








105 










110 






58 


<210> 


SEQ ID NO: 


2 






















59 


<211> 


LENGTH: 110 






















60 


<212> 


TYPE: 


PRT 
























61 


<213> 


ORGANISM: 


Saccharomyces cerevisiae 













48 



96 



144 



192 



240 



288 



333 
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62 <400> SEQUENCE: 2 



64 


Met 


Val 


Ser 


Gin 


Glu 


Thr 


He Lys His 


Val 


Lys 




Leu 


He 


Ala 


Glu 


65 


1 








5 






10 










15 




68 


Asn 


Glu 


He 


Phe 


Val 


Ala 


Ser Lys Thr 


Tyr 


Cys 


Pro 


Tyr 


Cys 


His 


Ala 


69 








20 






25 










30 






72 


Ala 


Leu 


Asn 


Thr 


Leu 


Phe 


Glu Lys Leu 


Lys 


Val 


Pro 


Arg 


Ser 


Lys 


Val 


73 






35 








40 








45 








76 


Leu 


Val 


Leu 


Gin 


Leu 


Asn 


Asp Met Lys 


Glu 


Gly 


Ala 


Asp 


He 


Gin 


Ala 


77 




50 










55 






60 










80 


Ala 


Leu 


Tyr 


Glu 


He 


Asn 


Gly Gin Arg 


Thr 


Val 


Pro 


Asn 


He 


Tyr 


He 


81 


65 










70 






75 










80 


84 


Asn 


Gly 


Lys 


His 


He 


Gly 


Gly Asn Asp 


Asp 


Leu 


Gin 


Glu 


Leu 


Arg 


Glu 


85 










85 






90 










95 




88 


Thr 


Gly 


Glu 


Leu 


Glu 


Glu 


Leu Leu Glu 


Pro 


He 


Leu 


Ala 


Asn 






89 








100 






105 










110 







92 <210> SEQ ID NO: 3 

93 <211> LENGTH: 4 32 

94 <212> TYPE: DNA 

95 <213> ORGANISM: Saccharomyces cerevisiae 

96 <220> FEATURE: 

97 <221> NAME /KEY : CDS 

98 <222> LOCATION: (1) . . (432) 

99 <223> OTHER INFORMATION: 



W— > 101 


<400> 3 
































102 


atg 


gag 


ace 


aat 


ttt 


tec 


ttc 


gac 


teg 


aat 


tta 


att 


gtt 


att 


ate 


att 


48 


103 


Met 


Glu 


Thr 


Asn 


Phe 


Ser 


Phe 


Asp 


Ser 


Asn 


Leu 


He 


Val 


He 


He 


He 




104 


1 








5 










10 










15 






106 


ate 


acg 


ttg 


ttt 


gec 


aca 


aga 


att 


att 


get 


aaa 


aga 


ttt 


tta 


tct 


act 


96 


107 


lie 


Thr 


Leu 


Phe 


Ala 


Thr 


Arg 


He 


He 


Ala 


Lys 


Arg 


Phe 


Leu 


Ser 


Thr 




108 








20 










25 










30 








110 


cca 


aaa 


atg 


gta 


tec 


cag 


gaa 


aca 


gtt 


get 


cac 


gta 


aag 


gat 


ctg 


att 


144 


111 


Pro 


Lys 


Met 


Val 


Ser 


Gin 


Glu 


Thr 


Val 


Ala 


His 


Val 


Lys 


Asp 


Leu 


He 




112 






35 










40 










45 










114 


ggc 


caa 


aag 


gaa 


gtg 


ttt 


gtt 


gca 


gca 


aag 


aca 


tac 


tgc 


cct 


tac 


tgt 


192 


115 


Gly 


Gin 


Lys 


Glu 


Val 


Phe 


Val 


Ala 


Ala 


Lys 


Thr 


Tyr 


Cys 


Pro 


Tyr 


Cys 




116 




50 










55 










60 












118 


aaa 


get 


act 


ttg 


tct 


ace 


etc 


ttc 


caa 


gaa 


ttg 


aac 


gtt 


ccc 


aaa 


tec 


240 


119 


Lys 


Ala 


Thr 


Leu 


Ser 


Thr 


Leu 


Phe 


Gin 


Glu 


Leu 


Asn 


Val 


Pro 


Lys 


Ser 




120 


65 










70 










75 










80 




122 


aag 


gee 


ctt 


gtg 


ttg 


gaa 


tta 


gat 


gaa 


atg 


age 


aat 


ggc 


tea 


gag 


att 


288 


123 


Lys 


Ala 


Leu 


Val 


Leu 


Glu 


Leu 


Asp 


Glu 


Met 


Ser 


Asn 


Gly 


Ser 


Glu 


He 




124 










85 










90 










95 






126 


caa 


gac 


get 


tta 


gaa 


gaa 


ate 


teg 


ggc 


caa 


aaa 


act 


gta 


cct 


aac 


gta 


336 


127 


Gin 


Asp 


Ala 


Leu 


Glu 


Glu 


He 


Ser 


Gly 


Gin 


Lys 


Thr 


Val 


Pro 


Asn 


Val 




128 








100 










105 










110 








130 


tac 


ate 


aat 


ggc 


aag 


cac 


att 


ggt 


ggt 


aac 


age 


gat 


ttg 


gaa 


act 


ttg 


384 


131 


Tyr 


He 


Asn 


Gly 


Lys 


His 


lie 


Gly 


Gly 


Asn 


Ser 


Asp 


Leu 


Glu 


Thr 


Leu 




132 






115 










120 










125 










134 


aag 


aaa 


aat 


ggc 


aag 


tta 


get 


gaa 


ata 


ttg 


aag 


ccg 


gta 


ttt 


caa 


tag 


432 
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135 Lys Lys Asn Gly Lys Leu Ala Glu lie Leu Lys Pro Val Phe Gin 

136 130 135 140 

139 <210> SEQ ID NO: 4 

140 <211> LENGTH: 143 

141 <212> TYPE: PRT 

142 *<213> ORGANISM: Saccharomyces cerevisiae 

143 <400> SEQUENCE: 4 

145 Met Glu Thr Asn Phe 

146 1 5 
14 9 He Thr Leu Phe Ala 
150 20 

153 Pro Lys Met Val Ser 

154 35 

157 Gly Gin Lys Glu Val 

158 50 

161 Lys Ala Thr Leu Ser 

162 65 

165 Lys Ala Leu Val Leu 

166 85 

169 Gin Asp Ala Leu Glu 

170 100 

173 Tyr He Asn Gly Lys 

174 ' 115 

177 Lys Lys Asn Gly Lys 

178 130 

181 <210> SEQ ID NO: 5 

182 <211> LENGTH: 858 

183 <212> TYPE: DNA 



184 


<213> ORGANISM: Saccharomyces cerevisiae 














185 


<220> FEATURE: 
























186 


<221> NAME/KEY: CDS 
























187 


<222> LOCATION: (1) 


. . (855) 




















188 


<223> OTHER INFORMATION: 


GRX3 


















190 


<400> SEQUENCE: 5 
























191 


atg tgt tct ttt cag 


gtt 


cca 


tct 


gca ttt 


tct 


ttt 


aac 


tac 


acc 


teg 


48 


192 


Met Cys Ser Phe Gin 


Val 


Pro 


Ser 


Ala Phe 


Ser 


Phe 


Asn 


Tyr 


Thr 


Ser 




193 


1 5 








10 










15 






195 


tac tgt tat aaa cgc 


cac 


caa 


gca 


aga tat 


tac 


aca 


gca 


gca 


aaa 


ctt 


96 


196 


Tyr Cys Tyr Lys Arg 


His 


Gin 


Ala 


Arg Tyr 


Tyr 


Thr Ala Ala Lys 


Leu 




197 


20 








25 








30 








199 


ttt cag gaa atg cct 


gtt 


att 


gaa 


att aac 


gat 


caa 


gag 


caa 


ttt 


act 


144 


200 


Phe Gin Glu Met Pro 


Val 


He 


Glu 


He Asn Asp 


Gin 


Glu 


Gin 


Phe 


Thr 




201 


35 






40 








45 










203 


tac eta act acc act 


gcg 


gec 


ggc 


gac aag 


tta 


ate 


gtg 


ctt 


tat 


ttc 


192 


204 


Tyr Leu Thr Thr Thr 


Ala 


Ala 


Gly Asp Lys 


Leu 


lie 


Val 


Leu 


Tyr 


Phe 




205 


50 




55 








60 












207 


cat acc agt tgg gca 


gaa 


cca 


tgc 


aaa gca 


tta 


aag 


cag 


gtt 


ttt 


gag 


240 


208 


His Thr Ser Trp Ala 


Glu 


Pro 


Cys 


Lys Ala 


Leu 


Lys 


Gin 


Val 


Phe 


Glu 




209 


65 


70 








75 










80 





Ser Phe Asp Ser Asn 
10 

Thr Arg He He Ala 
25 

Gin Glu Thr Val Ala 
40 

Phe Val Ala Ala Lys 

55 

Thr Leu Phe Gin Glu 
70 

Glu Leu Asp Glu Met 
90 

Glu He Ser Gly Gin 
105 

His lie Gly Gly Asn 
120 

Leu Ala Glu He Leu 
135 



Leu He Val lie lie lie 
15 

Lys Arg Phe Leu Ser Thr 
30 

His Val Lys Asp Leu He 
45 

Thr Tyr Cys Pro Tyr Cys 
60 

Leu Asn Val Pro Lys Ser 
75 80 
Ser Asn Gly Ser Glu lie 
95 

Lys Thr Val Pro Asn Val 
110 

Ser Asp Leu Glu Thr Leu 
125 

Lys Pro Val Phe Gin 
140 
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211 


gCC 


att 


agt 


aat 


era n 

y ay 


cct 


t cc 


aat 


tec 


aac 


gt c 


tct 


ttc 


tta 


tec 


att 


288 


212 


Ala 


He 


Ser 


Asn 


Glu 


Pro 


Ser 


Asn 


Ser 


Asn 


Val 


Ser 


Phe 


Leu 


Ser 


He 




213 










85 










90 
















215 


gat 


gcg 


gac 


gaa 


aac 


teg 


gaa 


att 


tea 


gaa 


ctt 


ttt 


gaa 


ate 


tea 


get 


336 


216 


Asp 


Ala Asp Glu 


Asn 


Ser 


Glu 


He 


Ser 


Glu 


Leu 


Phe 


Glu 


He 


Ser 


Ala 




217 








100 










105 










110 








219 


att 
y 


cca 


tat 


ttt 


ate 


ata 


att 


cac 


aaa 


y y y 


aca 


ate 


tta 


aaa 


gaa 


tta 


384 


220 


Val 


Pro 


Tyr 


Phe 


He 


He 


He 


His 


Lys 


Gly 


Thr 


He 


Leu 


Lys 


Glu 


Leu 




221 






115 










1 20 

X C \J 










125 










/L £. ~J 




ggc 


gcg 


gat 




aag 


gag 


t- at 


fit" rr 

gtg 


LLL 


t La 


tta 


gaa 




Lye 


day 




224 


Ser 


Gly Ala Asp 


Pro 


Lys 


Glu 


Tvr 

J: 


Val 


Ser 


Leu 


Leu 


Glu 


Asp 


Cys 


Lys 




99R 

*t\ £. O 




i ^n 










135 










140 












9 97 


aac 


tea 


gtc 


aat 


t CC 


gga 


tea 


tea 


caa 


dt/L 


ta L 


act 


atg 


gaa 


dd t 


gca 


a ft n 
you 


228 

<C -c. <J 




Ser 


Val 


Asn 




Gly 


Ser 




V3-L11 






Thr 


Met 


O J- Li 


A q n 


AT pk 




99Q 
z z _? 


1 4 R 










150 










1 

Ijj 










1 £H 
lOU 




911 


aac 


gta 


aat 


gag 


ggg 


agt »cat 


a -f- 




gaa 


gac 


gat 


gac 


gac 


gaa 


gaa 


R9ft 


212 

Cm Cm 


Bon 


Val 


Asn 


Glu 


vs j. y 


Ser 


His 


A o n 

noil 




m n 

w-L Li 




Asp Asp 


A en 
nop 


ul U. 


m n 




911 










1 










1 70 
1 / u 










1 7 R 






9 1R 

ZOO 


gag 


gaa 


gaa 


gaa 




gag 


gag 


caa 


ata 


aac 


get 


aga 


ttg 


dCL 


aaa 


ttg 


O / D 


916 

Z O D 


uj. u 


Glu 


Glu 


Glu 


1 IIX 


Glu 


Glu 


ci 1 n 

Oill 


11c 




ri-L a. 


Arg 


Leu 


Thr 

i nr 


Lys 


Leu 




9^7 

Z O / 








180 










IOC 

loj 










i an 








91Q 


gtc 


aat 


gec 


gcg 


ccg 


gta 


atg 


t- +- a 
Ltd 


ILL 


atg 


aag 


ggg 


age 


ccc 


t ct 


gaa 




94D 

^ *i \J 


VaI 

V CI J. 


Asn 


Ala 


Ala 




Val 


Met 


Ton 
JjC Li 


XT 11C 


1*2 12 U 


Lys 


Gly Ser 


iri tj 


O q y- 


ul U 




941 

Z. *a X 






195 










200 










205 










941 
Z fl o 


cct 


aaa 


tgc 


ggg 




teg 


aga 


caa 


CL t 


gtg 


ggt 


ate 


ttg 


aga 


gaa 


cat 


£79 

O / Z 


244 


Pro 


Lys 


Cys 


Gly 


Phe 


Ser Arg 


Gin 


T.pn 


Val 


y 


He 


Leu 


Arg 


Glu 


His 




94 R 

Z fi J 




210 










215 










220 












9 4 7 
Z fl / 


caa 


gta 


aga 


ttt 


ggc 


ttc 


ttt 


gat 


ata 


Ltd 


aga 


gac 


gaa 


t ct 


gtt 


aga 


7 9 0 
/ Z U 


94fi 
Z o 


Gin 


Val 


Arg 


Phe 


biy 


Phe 


Phe 


Asp 


Tip 

lie 


Leu 


Arg 


Asp 


Glu 


Q £-\ Y* 
JCl 


vdl 


Arg 




9 4 Q 
Z f± 


225 










230 










o o c: 
ZOO 










Z4 u 




9 SI 

Z O JL 


caa 


aac 


ttg 


aaa 


aag 


ttt 


tct 


gaa 


tgg 


cca 


dCL 


ttc 


cct 


caa 


Ctt 


+- a -f- 

LdL 


7 6ft 
/ OO 


2S2 


Gin 


Asn 


Leu 


Lys 


Lys 


Phe 


Ser 


Glu 


Trp 


Pro 


Thr 


Phe 


Pro 


Olll 


T .on 
Xj tr U 


iyr 




253 










245 










250 










2SS 






255 


ata 


aat 


ggg 


gag 


ttt 


caa 


ggc 


ggt 


tta 


gac 


att 


ate 


aag 


y del 


f- o 


ttg 


fil 6 
o x u 


256 


He 


Asn Gly Glu 


Phe 


Gin Gly Gly 


Leu 


Asp 


He 


He 


Lys 




Cp r 

OCI 


Leu 




257 








260 










265 










270 








259 


gag 


gaa 


gac 


cct 


gat 


ttt 


ttg 


cag 


cat 


get 


etc 


caa 


tct 


L. 0.0 






O JO 


260 


Glu 


Glu Asp 


Pro 


Asp 


Phe 


Leu 


Gin 


His 


Ala 


Leu 


Gin 


Ser 










261 






275 










280 










285 










264 


<210> SEQ ID NO: 


: 6 


























265 


<211> LENGTH: 285 


























266 


<212> TYPE: 


PRT 




























267 


<213> ORGANISM: 


Saccharomyces cerevisiae 














268 


<400> SEQUENCE: 


6 


























270 


Met 


Cys 


Ser 


Phe 


Gin 


Val 


Pro 


Ser 


Ala 


Phe 


Ser 


Phe 


Asn 


Tyr 


Thr 


Ser 




271 


1 








5 










10 










15 






274 


Tyr 


Cys 


Tyr 


Lys 


Arg 


His 


Gin 


Ala 


Arg 


Tyr 


Tyr 


Thr 


Ala 


Ala 


Lys 


Leu 




275 








20 










25 










30 








278 


Phe 


Gin 


Glu 


Met 


Pro 


Val 


He 


Glu 


lie Asn Asp 


Gin 


Glu 


Gin 


Phe 


Thr 
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279 






35 








40 










45 








282 


Tvr 


Leu 


Thr 


Thr 


Thr 


Ala 


Ala Glv 

fiAU UJL y 


Asp 


Lys 


Leu 


He 


Val 


Leu 


Tyr 


Phe 


283 




50 










55 








60 










286 


His 


Thr 


Ser 


Trn 
1 ip 


Ala 


Glu 


Pro Cys 


Lys 


Ala 


Leu 


Lys 


Gin 


Val 


Phe 


Glu 


287 


65 










70 








75 










80 


990 

ZJ \J 


rax d 


Tip 


Cpy- 


Asn 


Glu 


Pro 


ocx no 1 1 


OCX 


Asn 


Val 
vax 


Q /=* v~ 
OCX 


Phe 


Leu 


Ser 


Tip 

X X c 


991 

ZJ X 










85 








90 

zj \j 










95 




9 94 

Z. ZJ *a 


flop 


Al P 


7\ ej-n 
it 


g~\ n 


Asn 


Ser 


HI n Tip 

O X U. X X c 


Car 
ucl 


\J X LL 


T .Ol 1 
LiCU 


Php 


Glu 


He 


Ser 


Al a 

r\J- cl 


9QS 








i on 

x vj u 








ins 

X \J sj 










110 






9 9ft 


Val 




iyr 


iri.it; 


He 


He 


T 1 o Hie; 
lie n x o 


iiy o 


uiy 


1 11X 


He 


Leu Lys 


Glu 


T .on 
XJC u 


299 

^ ZJ ZJ 






115 








120 










125 








309 


OfciX 




riX ci 




Pro Lys 


uiu i yx 


Va 1 
val 


ucl 


Leu 


Leu 


Glu Asp Cys 


Lys 


303 




1 30 

1 J V 










1 3S 
i j j 








140 












Asn 




vax 


Asn 


Ser Gly 


Car C/av 

oci oer 


bin 


i nr 


nis 


Thr 


Met 


Glu 


Asn 


Zil a 
Hid 


jU / 


Xfi 0 










150 








XOO 










lull 




Asn 


vax 


Asn 


bill 


Gly 


Ser 


HIS ASn 


Asp 


r*i n 

blU 


Asp 


Asp 


Asp Asp 


Glu 


C* 1 ii 
LjXU 


OX X 










165 








X / u 










LID 






CjXU 


C 1 11 
(jXU 


CjXU 


CI ii 
laXU 


Thr 


Glu 


Pin Pin 

<axu bin 


xxe 


Asn 


ax a 


Arg 


Leu 


Thr 


Lys 


Leu 


o X D 








i on 

Xo u 








X O D 










190 






*31 Q 
o X O 


vdl 


Asn 


Ala 

H.xa 


/ixa 


Pro 


Val 


rlct Xjeu 


jrne 


i v ie l. 


Lys 


Gly Ser 


Pro 


Ser 


C 1 ii 
bjXU 








195 








9nn 










205 










Pro 


Lys 


Cys 


Gly 


Phe 


Ser 


/\rg iaxn 


Leu 


vax 




He 


Leu Arg 


pin 

bjXU 


nlS 






210 










9 1 R 








220 










396 


Gin 


Val 


Arg 


Phe 


Gly 


Phe 


Phe Asp 


He 


Leu 


Arg 


Asp 


Glu 


Ser 


Val 


r\±. y 


JZ / 


225 










230 








235 










Z H. U 


jjU 


Gin 


Asn 


Leu 


Lys 


Lys 


Phe 


Ser Glu 


Trp 


Pro 


Thr 


Phe 


Pro 


Gin 


Leu 


iyr 


331 










245 








250 










255 




334 


He 


Asn 


Gly 


Glu 


Phe 


Gin 


Gly Gly 


Leu 


Asp 


He 


lie 


Lys 


Glu 


Ser 


Leu 


33^ 
j j j 








260 








265 










270 








Glu 


Glu 


Asp 


Pro 


Asp 


Phe 


Leu Gin 


His 


Ala 


Leu 


Gin 


Ser 








339 

O O ZJ 






275 








280 










285 










<210> SEQ ID NO 


7 






















0*10 


<211> LENGTH: 735 






















344 

O *i 


<212> TYPE: 


DNA 
























345 


<213> ORGANISM: 


Saccharomyces cerevisiae 












346 


<220> FEATURE: 
























347 


<221> NAME/KEY: 


CDS 






















34ff 
Of* o 


<222> LOCATION: 


(1) . 


. (732) 


















349 


<223> OTHER 


INFORMATION: 


GRX4 


















351 


<400> SEQUENCE: 


7 






















352 


atg 


act 


gtg 


gtt 


gaa 


ata 


aaa age 


cag 


gac 


caa 


ttt 


acg 


caa 


eta 


acc 


353 


Met 


Thr 


Val 


Val 


Glu 


He 


Lys Ser 


Gin Asp 


Gin 


Phe 


Thr 


Gin 


Leu 


Thr 


354 


1 








5 








10 










15 




356 


act 


aca 


aac 


get 


get 


aat 


aaa etc 


att 


gtc 


tta 


tat 


ttt 


aaa 


get 


caa 


357 


Thr 


Thr 


Asn 


Ala 


Ala 


Asn 


Lys Leu 


He 


Val 


Leu 


Tyr 


Phe 


Lys 


Ala 


Gin 


358 








20 








25 










30 






360 


tgg 


get 


gat 


cct 


tgc 


aaa 


act atg 


age 


cag 


gtg 


eta 


gaa 


get 


gtt 


agt 


361 


Trp Ala Asp 


Pro 


Cys 


Lys 


Thr Met 


Ser 


Gin 


Val 


Leu 


Glu 


Ala 


Val 


Ser 


362 






35 








40 










45 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 02/22/2005 

PATENT APPLICATION: US/10/523,362 TIME: 08:54:21 

Input Set : A:\532622010300.txt 

Output Set: N:\CRF4\02222005\J523362.raw 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#:51, 52,53,54, 55 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/523,362 



DATE: 02/22/2005 
TIME: 08:54:21 



Input Set : A:\532622010300.txt 

Output Set: N:\CRF4\02222005\J523362.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:101 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 3, Line* : 99 
L:2765 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:51 
L:2779 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:52 
L:2793 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:53 
L:2807 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:54 
L:2821 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:55 
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